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Figure S1. Phenotypic characteristics of seeds of C. vietnamensis in different maturation stages.
S1-4, nutrition synthesis stage, fat accumulation stage, mature stage and late mature stage (Ye et

al., 2021).
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. The total ion chromatography (TIC) of QC in negative and positive iron modes.




A Intercepts: R2Y(cum) = (0, 1), Q%(cum) = (0, 0.23)
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Figure S3. OPLS-DA permutation plot of seeds of C. oleifera at different maturity stages. A: S2 vs.
S1, B: S3 vs. S1, C: S4 vs. S1.
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Figure S4. Correlation network analysis of differentially expressed metabolites in comparison
groups. A: S1 vs. S2, B: S1 vs. 83, C: S1 vs. S4.
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Figure S5. Heatmap of differentially expressed metabolites in comparison groups. A: S1 vs.

S1vs. S3, C: S1 vs. S4.
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